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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/252 , 691B 



DATE: 05/15/2000 
TIME: 11:54:25 



Input Set : D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\l252691B.raw 



<110> APPLICANT: Keith G. Weinstock et al. 

<120> TITLE OF INVENTION: NUCLEIC ACID AND AMINO ACID SEQUENCES RELATING TO ENTEROBACTER 

CLOACAE FOR DIAGNOSTICS AND THERAPEUTICS 
<130> FILE REFERENCE: 107196.135 

<140> CURRENT APPLICATION NUMBER: US 09/252,6913 
<141> CURRENT FILING DATE: 1999-02-18 
NUMBER OF SEQ ID NOS : 11324 
SEQ ID NO; 1 
LENGTH: 4 32 
TYPE: DNA 

ORGANISM: Enterobacter cloacae 
SEQUENCE: 1 

cctcggtggt 
ttttgtttgg 
tcctgtcggt 
ttgttctgcc 
tggttcctgg 
cttcgtcacg 
gggcttatcc 



<160> 
<210> 
<211> 
<212> 
<213> 
<400> 

tgttgtcgcc gtctttctgg atcggcgtcg 
tctggctgct gtcgcgcctg ttcgccttcg 
tgctcccctg ctccttccgg 
gcgtcctgct ttatattagt 
gttcttctct ttggttccgt 
ctgtggatgg atcagggggt 
cataaaaacc cggtgacgct 
gtgatgctgc tg 
<210> SEQ ID NO: 2 
LENGTH: 231 
TYPE: DNA 

Enterobacter cloacae 



ttgcgctttt 
cgtggcgctg 
gtgcctcgcc 
ggtgtcgtgg 
ggtgatcacg 



ctttgtgtct ctgctggtgt 
gttctcctcc tggggcgtct 
tttgcttttc cgctcctgcc 
tgcgtttcgt cgtctttccg 
tcttcgcttt ccttgtggcg 
tcttgctggc gccgggaagc 
tccgtgccat tgtctggtca 



<211> 
<212> 

<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: unsure 
<222> LOCATION: (217) 
<220> FEATURE: 
<221> NAME/KEY: unsure 
<222> LOCATION: (218) 
<4 00> SEQUENCE: 2 
agcaggacgc ggcaggagcg gaaaagcaaa 
caggggagca agacgcccca ggaggagaac 
agcagccaga acaccagcag agacacaaag 
ggcgacaaca tcagcacgaa gaagacgaac 
<210>~SEQ ID'nO: 3 
LENGTH: 490 
TYPE: DNA 

ORGANISM: Enterobacter cloacae 
SEQUENCE: 3 

agcgaggccc tcggcggcac 
gagaagaaag tcggcacgcg 
gaggagaagg cgaaaggcca 
ccgaaagaaa gcaggaaggc 



<211> 
<212> 
<213> 
<400> 

ccccaaccag 
cggtcaggag 
caccggggcg 
atccggctca 
ggcggtcaaa 
cagtcaggtg 
acagattcat 



accgacagga 
ccaaacaaaa 



cgggacnnaa 



aatcgccaga 
caggatcgag 
gaacctcgcg 



aaaagcgcaa ccggaaggag 
cgaaggcgaa caggcgcgac 
cgacgccgat ccagaaagac 
atcgtactta a 



gggatggtca atacccagac 
cggaagaagc cccccgtcgt 
ccgaaagcgg agaagagcga 



ggagaaaacg gagcagagca tcggcgagga 
acgcgcggca agatccagcg gcagcagatc caggacgggc agaaagcggc 
aacgcgcagc aggcgaacga gatcggcctc ggcaaaccgg aagatttcac 
caggccgcca ggatcggcaa gccgcacata acctcgccca cctttaacgt 



60 
120 
180 
231 
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RAW SEQUENCE LISTING DATE: 05/15/2000 

PATENT APPLICATION: US/09/252 , 691B TIME: 11:54:25 



Input Set ; D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\l252691B.raw 

66 tcaggcgatg atgctcatcg cccctggtct tcacctggcg actggacgga tacgcgcata 480 

67 tgttagttta 490 

69 <210> SEQ ID NO: 4 

70 <211> LENGTH: 267 

71 <212> TYPE: DNA 

72 <213> ORGANISM: Enterobacter cloacae 

74 <400> SEQUENCE: 4 

75 agcagtgggt gccggcagga aaatcgccta tctgtgggca acagcattgg tcaggatcgt 60 

76 cgtttcctgt ttaagtacat gccggagctg gagtcctact tccactaccg ctatctggat 120 

77 gtgagcaccc tgaaagagct ggcccgccgc tggaaaccgg aaattttcga cggcttcaca 180 

78 aagcagggga cgcaccaggc gatggatgac atccgtgagt ctgttgcgga gctggcgtac 240 

79 tatcgcgaaa actttattaa gctctga 267 

81 <210> SEQ ID NO: 5 

82 <211> LENGTH: 393 

83 <212> TYPE: DNA 

84 <213> ORGANISM; Enterobacter cloacae 

86 <400> SEQUENCE: 5 

87 cctgctactg ccggttatgc gagaagggtg gaaaataaca tgagcgcgga cgaaaacaac 60 

88 ctgatttgga tcgatctgga gatgaccggc cttgatcccg agcgcgatcg cattattgag 120 

89 atcgccacac tggtcaccga tgccaacctc aatattctgg cggaaggccc aacgattgcc 180 

90 gtgcaccagt ccgatgacca gcttgcgctg atggatgagt ggaacgtgcg tacccatacc 240 

91 ggcagcgggc tggtggaacg cgtgaaggcc agcaccctgg gcgaccgcga agcggagctg 300 

92 gcgacgcttg aatttctgaa gcagtgggtg ccggcaggaa aatcgcctat ctgtgggcaa 360 

93 cagcattggt caggatcgtc gtttcctgtt taa 393 

95 <210> SEQ ID NO: 6 

96 <211> LENGTH: 675 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Enterobacter cloacae 

100 <400> SEQUENCE: 6 

101 cccctcccgc tgtcctggca gtcggtggtg aagacatccg ccaccttctt caccaacatc 60 

102 accctgggca agctgtcgct gctgtttctt gcgctggggg tcgcgtatgc cgccatcagg 120 

103 cgtaccctgc tcattgtcta ccctcccatt ctgagcgatg ggctgtttaa tttcgtggtg 180 

104 atgcagaccc tgttctacat tcccttcttc ctgattgggg cgctggcatt tattcatccc 240 

105 cggcttaaag cgctgtttac caccccctcc ccctggtgtg cggtgggtgc tgcgctggcc 300 

106 tttgccgcct atcttctcaa tcagcgctat ggcagcgggg acgcgtggat gtatgaaaca 360 

107 gagagcgtta taacgatgct gatgggcctg tggatggtga acgtggtgtt cgcccttggc 4 20 

108 catcgtctgc tgaattttaa atccagtcgc gtcacctatt tcgttaatgc ttcgctgttt 480 

109 atctacctgg ttcaccatcc gctgacgctg tttttcgggg cgtacattac gccgcatatc 540 

110 gcctcgaatg cgctgggctt cttcaccggc ctggtctttg tggttggcat tgccatcgtg 600 

111 ttgtatgaaa tccacctgcg gatcccgctt ttgcgtttcc tgttctcagg caaacctcag 660 

112 gttaaagcgg gataa 675 

114 <210> SEQ ID NO: 7 

115 <211> LENGTH: 647 

116 <212> TYPE: DNA 

117 <213> ORGANISM: Enterobacter cloacae 

119 <220> FEATURE: 

120 <221> NAME/KEY: unsure 

121 <222> LOCATION: (41)' 
123 <220> FEATURE: 
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RAW SEQUENCE LISTING DATE: 05/15/2000 

PATENT APPLICATION: US/09/252, 691B TIME: 11:54:25 

Input Set : D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\I252691B.raw 

124 <221> NAl-IE/KEY: unsure^ 

125 <222> LOCATION: (54) ^ 

127 <220> FEATURE: 

128 <221> NAME/KEY: unsure 

129 <222> LOCATION: (60) ^ 

131 <4 00> SEQUENCE: 7 C ^ 

> 132 ^qcqqt:tc qt tccag tggga tt-accggtaa ccgacgtttt nttcgcggca gttnttctcn/' 60 

133 ttctccctgt gggatacatt ggtgaaaaag gcgggttgca gagggtgttt atgagaccgc 120 

134 aaatcgacgt tattcatggc gatatcacga cggtgcgcgt tgacgtgatc gtcaacgcag 180 

135 ccaattcctc cctgatgggt ggtggcgggg tggacggtgc cattcaccgg gccgcaggcc 240 

136 ctcaactcct tgaagcatgc aaaaccgtgc gtcagcagca gggagagtgc ccgccggggc 300 

137 atgctgttat tacgcttgcg ggcgatctcc cggccaaagc ggtgatccat accgttggac 360 

138 ccgtctggca cggtggcgac cgccatgagg ctgagattct ggagcaggcg tatcgtaact 4 20 

139 gcatgcggct tgcggcggat aacgggtata agaccatggc gttccccgcc attagcaccg 4 80 

140 gggtgttcgg ctatccaaag gaagcggcag ctacgatcgc cgtgaatacc gtttatcaat 540 

141 acctttccct caaacccatg ccggaaaaag tcatttttgt ctgtttcgat gagcacaccg 600 

142 ccgacctgta tcagcggatt ttgaccgcgc gcagccaggc attttga 647 

144 <210> SEQ ID NO: 8 

145 <211> LENGTH: 924 

146 <212> TYPE: DNA 

147 <213> ORGANISM: Enterobacter cloacae 

149 <400> SEQUENCE: 8 

150 tccccctgca ttattgccac gctattcgcg cctgaaccga gcgatgtgat tccgtttccc 60 

151 cgctcgctgg agcaggccgt cgccgcaccg ttccgggatt tctttggtcg caataatgcc 120 

152 tggctgatcc tgctgctgat tgtcctttat aagctcggcg acgctttcgc catgagtctg 180 

153 accaccacct tcctgatccg cggcgtcggg tttgatgcgg gggaggtcgg cgtggtgaac 240 

154 aaaaccctgg ggctgtttgc cacgatcgtc ggcgcgctgt acggcggcgt attgatgcag 300 

155 cgtctgtcgc tgttccgtgc tctgctgatc ttcggcatcc ttcagggcgc ttcgaatgcc 360 

156 ggttactggc tgctgtcgat caccgacaag catatgatca gcatggcgac ggcggtattc 420 

157 tttgaaaatc tgtgcggagg tatgggcaca gcggcatttg tcgccctgct gatgacgctg 480 

158 tgcaataagt cattttccgc cacccagttt gccctgctct ctgccctctc agccgtcggg 540 

159 cgcgtgtacg taggtcccgt cgcgggctgg tttgttgaag cccacggctg gccgacattt 600 

160 tatctcttct cggtggtggc ggctgtgccg gggattttat tgttgctggt ctgtcgccag 660 

161 acgctggaat atacccagcg gacggaacac ttcatgccgc gcacggaata tcaggctgcc 720 

162 taccggtttg ccctgcgtct gctgatggca ggttgtcttg cgctggtagt gtggctcgcg 780 

163 gtactcatta tcaatgcgac gaccaccttg tcgcttcctt ttgaaaccca gctgcttgat 840 

164 gcaggcgtgt ttctcgccat cgtgggtatc ctgaccggtg ggatgctgga tttcatgtca 900 

165 ctgcggaaaa cgcagatgac atga 924 

167 <210> SEQ ID NO: 9 

168 <211> LENGTH: 1005 

169 <212> TYPE: DNA 

170 <213> ORGANISM: Enterobacter cloacae 
172 <220> FEATURE: 



173 <221> NAME/KEY 

174 <222> LOCATION 
176 <400> SEQUENCE 



{ 



unsure 
(997) 
9 

177 atggctaatt atactgtaga tgaatttatt attcagctag gctttaacga aaccgtttca 60 

178 aagaatcttc aaaagctcga aagcagaact cttaaagtag ctgaacgaat tgaaaagaat 120 

179 ctcaaccgtg cattcacacc aaagggtgat tttggaagag taatttcttc agcaaataac 180 
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RAW SEQUENCE LISTING 

application:' US/0 9/252, .9X3 ^TIM^/^l^^/^rs' 



Page 4 Of 9 



Input Set : D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\l25269lB.raw 

180 
181 



ITolllTttl T.lTt:2 llT'lTct ^^'^T'''' ""^^"^^ ^^-^^-aa ^.o p^'S^iiF^^* 

182 tatcaggac^ otlTcHTc C^a^a ggc'cgctcal a^^c^:^'"* ' 

'^l -i?- 0- 3eo 

187 gcttctcaga accrtaaac! gg^a?^tL? ^^^^"'"^ ctgatagcgc gtctaaatgg 

188 ctggtaagcg ttt^agcgg^ gttatacggg IT.lTtltll I'T'^'^^ cttcggtcg? 

189 acaggtgtag cccgtgaagg tgtgaatc?^ tntlll^ ^ ccgtccgtaa ggtggttgaa 

190 aaaaatgcta agaca?tcgc g|c?cag«c totgacca:! tcaa'*""' agggcaatcg 
,• 191 accttgaaac agtacactgq ctttccta^a Inlr,^ tcggacaggg tgtcactgag 

r\V 192 acacaggact tctataaaaf tllll l^^ ggtgctcaga attcgttagg ctatcagggt 



196 <211> LENGTH: 1170 

197 <212> TYPE: DNA 

III l^nn^ ORGANISM: Enterobacter cloacae 
200 <4 00> SEQUENCE: 10 



480 
540 
600 
660 
720 
780 
840 
900 
960 
1005 



60 

120 

180 

240 

300 

360 

420 

48 0 

540 

600 

660 

720 





i iSH = ~ Sr- = '""ss 

204 acgaatctgg igct??ccct actcaa^^^^ ctcggogcgg cggttgatgg cgaaatccca 

205 ocgttaag^c tgttccttgg CtSSa ^'^'tgcogg aaatggcgca gcttatcctg 

206 atcaccg?ga tgcatgcc^g caacr^^!^? accctgggta agctctatac cgaaagtgaa 

207 ctggcgctgt ttacgggcat tgt'tgccgcj TtlTcT' tggtaaaagc agccatggtg 

208 tctcgtcatc aggai^aggt gctggcggaf acltt.lT '''^^^'^^^g gccgacctcc 

S2 S3: ~ ~ = 

=" sbs t"''™ s; 

215 gaactgcact ggcgtatcac gc^gatat^^ Trl r t^.^.'^ ataccgatcg tgcgcgtgct 84 0 

216 ccgctgagcg tggigaaccc gcgc^aaaac ratll It ^^^^^^^^^^ gatggtggtt 900 

217 ctgtatctgg tg?t?ttcct go^gcalacc tcaatcaa't T^'^''^^ agcgatgctg 960 

218 attgacccga tgatctggac ctggg^cgtg aa^gSt ..TT'f ^^^^^^^^^^ ^020 

219 ctcaacttgt gggacacggt gcctgtaca? calttlllf - ^''^'^''^ ggcagtcgga 1080 

220 tcttcaccac ggggtgglag gaccgcgtcg '^^"'^"^^^ cccggtttac gcgtaaagga 1140 

222 <210> SEQ ID NO: 11 ^ ^ y -^^^^ 

223 <211> LENGTH: 756 

224 <212> TYPE: DNA 

^^i^"^ ORGANISM: Enterobacter cloacae 

227 <220> FEATURE: 

228 <221> NAME/KEY: unsure 

229 <222> LOCATION: (672) 
231 <400> SEQUENCE: 11 



60 
120 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/252 , 691B 



DATE: 05/15/2000 
TIME: 11:54:26 



Input Set : 
Output Set: 



D : \Ecloacae . pto 
N:\CRF3\05152000\l2 52691B.raw 



L: 51 M:258 W: 
L:51 M:340 W: 



L 


132 


M: 


258 W: 


L 


132 


M: 


340 W: 


L 


193 


M: 


258 W: 


L 


193 


M: 


34 0 W: 


L 


243 


M: 


2 58 W: 


L 


243 


M: 


340 W: 


L 


271 


M: 


2 58 W: 


L 


271 


M: 


34 0 W: 


L 


556 


M: 


258 W: 


L 


556 


M: 


340 W: 


L 


557 


M: 


258 W: 


M 


340 


Repeated 


L 


572 


M : 


258 W : 


L 


572 


M: 


340 W: 


L 


606 


M: 


258 W: 


L 


606 


M: 


34 0 W: 


L 


636 


M: 


258 W: 


L 


636 


M: 


340 W: 


L 


665 


M: 


258 W: 


L 


665 


M: 


340 W: 


L 


719 


M: 


258 W: 


L 


719 


M: 


340 W: 


L 


811 


M: 


258 W: 


L 


811 


M: 


340 W: 


L 


899 


M: 


258 W: 


li 


899 


M; 


34 0 W: 


L 


969 


M: 


258 W: 


L 


969 


M: 


340 W: 


L 


1183 


M 


:258 W 


L 


1183 


M 


: 340 W 


L 


1228 


M 


:258 W- 


L 


1228 


M 


: 340 W- 


L 


1322 


M 


:258 W: 


L 


1322 


M 


: 340 W: 


L 


1364 


M 


:258 W: 


L 


1364 


M 


:340 W: 


L 


1418 


M 


:2 58 W: 


L 


1418 


M 


:340 W: 


L 


1453 


M 


:258 W: 


L 


1453 


M 


:340 W: 


L 


1572 


M 


:258 W: 


L 


1572 


M 


:340 W: 


L 


1576 


M 


:258 W: 


M 


340 


Repeated 


L 


1605 


M 


:258 W: 


L 


1605 


M 


:340 W: 



Mandatory Feature missing, <223> not found for SEQ ID# : 2 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# : 2 
Mandatory Feature missing, <223> not found for SEQ ID# : 7 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:7 
Mandatory Feature missing, <223> not found for SEQ ID#:9 
(46) "n" or "Xaa" used; Feature required, for SEQ ID« ; 9 
Mandatory Feature missing, <223> not found for SEQ ID#:11 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#;11 
Mandatory Feature missing, <223> not found for SEQ ID#:12 
(4 6) "n" or "Xaa" used: Feature required, for SEQ ID# : 12 
Mandatory Feature missing, <223> not found for SEQ ID#:14 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# : 14 
Mandatory Feature missing, <223> not found for SEQ ID#:14 
in SeqNo=14 

Mandatory Feature missing, <223> not found for SEQ ID#:15 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:I5 
Mandatory Feature missing, <223> not found for SEQ ID#:16 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:16 
Mandatory Feature missing, <223> not found for SEQ ID#:17 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:17 
Mandatory Feature missing, <223> not found for SEQ ID#:18 
(4 6) "n" or "Xaa" used: Feature required, for SEQ ID#:18 
Mandatory Feature missing, <223> not found for SEQ ID#:22 
(4 6) "n" or "Xaa" used: Feature required, for SEQ ID^t:22 
Mandatory Feature missing, <223> not found for SEQ ID#:28 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:28 
Mandatory Feature missing, <223> not found for SEQ ID#:32 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:32 
Mandatory Feature missing, <223> not found for SEQ ID#:36 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:36 
Mandatory Feature missing, <223> not found for SEQ IDS: 49 
(46) "n" or "Xaa" used; Feature required, for SEQ ID#:49 
Mandatory Feature missing, <223> not found for SEQ IDS: 52 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:52 
Mandatory Feature missing, <223> not found for SEQ ID# : 57 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# ; 57 
Mandatory Feature missing, <223> not found for SEQ ID#:60 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# : 60 
Mandatory Feature missing, <223> not found for SEQ ID#:62 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:62 
Mandatory Feature missing, <223> not found for SEQ ID# : 64 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:64 
Mandatory Feature missing, <223> not found for SEQ ID#:72 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:72 
Mandatory Feature missing, <223> not found for SEQ ID#:72 
in SeqNo=72 

Mandatory Feature missing, <223> not found for SEQ ID#:74 
(46) "n" or "Xaa" used: Feature required, for SEQ ID#:74 
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VERIFICATION SUMMARY DATE: 05/15/2000 

PATENT APPLICATION: US/09/252, 691B TIME: 11:54:26 



Input Set : D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\I252691B.raw 



1656 M:258 W 
1656 M:340 W 
1885 M:258 W 
1885 M:340 W 
2096 M:258 W 
2096 M:340 W 
2113 M:258 W 
2113 M:340 W 
2161 M:258 W 
2161 M:340 W 
2189 M:258 W 

2189 M: 340 W 

2190 M:258 W 
M: 340 Repeated 
L:2363 M:258 W 

2363 M:340 W 
2557 M:25B W 
2557 M:340 W 
2652 M:258 W 
2652 M:340 W 

2670 M:258 W 
34 0 Repeated 

2671 M:258 W 
2822 M:258 W 
2822 M:340 W 

L:2854 M:258 W 
L:2854 M:340 W 
L:2855 M:258 W 
M:340 Repeated 
L:3068 M:258 W 
L:3068 M:340 W 
L:3091 M:258 W 
L:3091 M:340 W 
L:3173 M:258 W 
L:3173 M:340 W 
L:3290 M:258 W 
L:3290 M:340 W 
L:3292 M:258 W 
M:340 Repeated 
L:3293 M:258 W 
L:3294 M:258 W 
L:3341 M:258 W 
L:3341 M:340 W 
L:3521 M:258 W 
L:3521 M:340 W 
L:3524 M:258 W 
M:340 Repeated 
L:3525 M:258 W 
L:3694 M:340 W 



Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=103 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=127 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=135 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=156 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=160 
Mandatory Feature 
(46) "n" or "Xaa" 



missing, <223> not found for SEQ ID#:75 
used: Feature required ^ for SEQ ID#:75 
missing, <223> not found for SEQ ID#:88 
used: Feature required, for SEQ ID#:88 
missing, <223> not found for SEQ ID#:100 
used: Feature required/ for SEQ ID#:100 
missing, <223> not found for SEQ ID#;101 
used: Feature required, for SEQ ID#:101 
missing, <223> not found for SEQ ID#:102 
used: Feature required, for SEQ ID#:102 
missing, <223> not found for SEQ ID#:103 
used: Feature required, for SEQ ID#:103 
missing, <223> not found for SEQ ID#:103 

missing, <223> not found for SEQ ID# : 113 
used: Feature required, for SEQ ID#:113 
missing, <223> not found for SEQ ID# : 122 
used: Feature required, for SEQ ID#:122 
missing, <223> not found for SEQ ID#:127 
used: Feature required, for SEQ ID#:127 
missing, <223> not found for SEQ ID#:127 

missing, <223> not found for SEQ ID*^:127 
missing, <223> not found for SEQ ID#:134 
used: Feature required, for SEQ ID#:134 
missing, <223> not found for SEQ ID^*:135 
used: Feature required, for SEQ ID# : 135 
missing, <223> not found for SEQ ID#:135 



missing, <223> 
used: Feature 
missing, <223> 
used: Feature 
missing, <223> 
used: Feature 
missing, <223> 
used: Feature 
missing, <223> 



not found 
required, 

not found 
required, 

not found 
required 

not found 
required 
not found 



for SEQ ID#:148 
for SEQ ID#:148 

for SEQ ID#:149 
for SEQ ID# :149 

for SEQ ID#:152 
for SEQ ID# : 152 

for SEQ ID#:156 
for SEQ ID# :156 

for SEQ ID#:156 



missing, <223> not found for SEQ ID#:156 
missing, <223> not found for SEQ ID#:156 
missing, <223> not found for SEQ ID#:158 
used: Feature required, for SEQ ID# : 158 
missing, <223> not found for SEQ ID#:160 
used: Feature required, for SEQ ID#:160 
missing, <223> not found for SEQ ID#:160 

missing, <223> not found for SEQ ID*f:160 
used: Feature required, for SEQ ID#:161 
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VERIFICATION SUMMARY DATE: 05/15/2000 

PATENT APPLICATION: US/09/252 , 691B TIME: 11:54:26 



Input Set : D:\Ecloacae.pto 

Output Set: N:\CRF3\05152000\I252691B.raw 

M:340 Repeated in SeqNo=161 

L:4209 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:189 
L:4226 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:190 
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